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Eukaryotic Gene-Finding System
University of Maryland » UMIACS » CBCE » Glimmer

OVERVIEW

GlimmerHMM is a new gene finder based on a Generalized Hidden Markov Model (GHMM). Although the gene finder conforms to the overa
mathematical framework of a GHMM, additionally it incorporates splice site models adapted from the G-!I‘Q‘-J',_.‘llirll program and a decision trea

adapted from GlimmerM. It also utilizes Ir

polated Markov Models for the coding and noncoding models . Currently, GlimmerHMM's GHMM structure

includes introns of each phase, intergenic regions, and four types of exons (initial, internal, final, and single). A basic user manual can be consulted

here.

SYSTEM REQUIREMENTS

GlimmerHMM is released as source code and was tested on Linux RedHat 6.x+, Sun Solaris, and Alpha OS5F1, but should work on any Unix system.

ACCURACY

GlimmerHMM has been trained on several species incl

ng Arabidopsis thaliana, Coccidioides species, Cryptococcus neoformans, and Brugia malayi.

MNew: trainings for C. elegans and Danio rerio (zebrafish) are now available!

| I Nuce Sens | Nuce Spec | Nuc Accur | Exon Sens [ Exon Spec | Exact Genes | Size of test set
\D.rerio | o3 [ 7ex | sex | 7 | 6w | 24% | 549 genes
\C.elegans [ oex [ osx | oex [ s | 8% | 42% | 1886 genes
Wrabidopsis [ o7 | 9o | oex | sax | 8% | 6% | 809 genes
(Cryptococcus | 9% | 99% | osx | 8% | 88x | 53% | 350 genes
|Coccidioides | 9% | om | oo | 8ax | sex | 60% | 503 genes
\Brugia | o3 [ oex | | 78x [ 8% | 25% [ 477 genes

GlimmerHM :n recently trained on human. 7 ormace compared to Genscan on 963 human RefSeq g

\Glimmertitm | sex | 72 | 7 [ s [ e [ em | 17%
| 8% | esx | 7w | emw | e | esx | 13%

| Nuc Sens | Nuc Spec | Nuc Acc | Exon Sens | Exon Spec | Exon Acc | Exact Genes
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